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COG1629_P_Outer_membrane_receptor_proteins__mostly_Fe_transport
COG0642_T Signal_transduction_histidine_kinase
COG1595_K_DNA_directed_RNA_poI [..E]_sigma_sub:unit_sigma2:4_h0molog
COG4771_P_Outer_| mémbrane rec:ep[ AR ferriehterochelin énd _colicins
COG1961_L Site speC|f|c recomblnases DNA_ |nvertase Pln _homologs
COG1538 MU Outer membrane _protein

COG0534 V Na drlven . multidrug_ efﬂux _pump

COG3250 G Beta_galactosmllase beta_glucuromdase
COG3712_RT_Fe2_d|C|trate sensor_. membrane .component
COGO745_TK_Response_}reguIators[ .Jwinged_| hellx DNA blndlng domain |
COG345l_Q_Type_IV_segretory_pathway_V|rB4_qomponents
COG4206H_Outer_membrane_cobalamin_receptor_protein

_ COG1940_| KG Transcr|pt|onal regulator sugar_ kmase
_ COG2963_ L Transposase and_| |nact|vated denvatlves
_ COG1309_| K Transcrlptlonal regulator
_ COG2801 L Transposase and_| mactlvated derlvatlves
_ COG1609_| K Transcrlptlonal regulatqrs
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